Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.024; wR factor = 0.066; data-to-parameter ratio = 17.0.
In the title adduct, [ZnCl 2 (C 4 H 5 N 3 ) 2 ], the Zn II atom lies on a twofold rotation axis that relates one Cl atom to the other as well as one 2-aminopyrazine ligand to the other; the coordination geometry is a distorted tetrahedron. In the crystal, adjacent molecules are linked by N-HÁ Á ÁN hydrogen bonds across the center of inversion, generating a chain; neighboring chains are linked by N-HÁ Á ÁCl hydrogen bonds, forming a three-dimensional network. 
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Experimental
Crystal data [ZnCl 2 (C 4 Hydrogen-bond geometry (Å , ). (Table 1) .
Zinc dichloride hexahydrate (2 mmol) and 2-aminopyrazine (2 mmol) were dissolved in water (20 ml); the solution was filtered. Colorless crystals separated from solution after several days.
Refinement
Carbon-bound H-atoms were placed in calculated positions (C-H 0.93 Å) and were included in the refinement in the riding model approximation, with U(H) set to 1.2U(C). The amino H-atoms were located in a difference Fourier map, and were refined with a distance restraint of N-H 0.88±0.01 Å; their temperature factors were refined.
Figures Fig. 1 . Thermal ellipsoid plot (Barbour, 2001) of ZnCl 2 (C 4 H 5 N 3 ) 2 at the 50% probability level; hydrogen atoms are drawn as spheres of arbitrary radius. The Zn atom lies on a twofold axis and the unlabeled atoms are related to the labeled ones by 1 -x, y, 1/2 -z.
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